Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.005 Å; R factor = 0.057; wR factor = 0.160; data-to-parameter ratio = 12.5.
Related literature
For the biological activity of benzohydrazide compounds, see: El-Sayed et al. (2011); Horiuchi et al. (2009) . For benzohydrazide coordination compounds, see: El-Dissouky et al. (2010) ; Zhang et al. (2010) . For standard bond lengths, see: Allen et al. (1987) Table 1 Hydrogen-bond geometry (Å , ). Benzohydrazide compounds are well known for their biological activities (El-Sayed et al., 2011; Horiuchi et al., 2009 ). In addition, benzohydrazide compounds have also been used as versatile ligands in coordination chemistry (El-Dissouky et al., 2010 , Zhang et al., 2010 . As a contribution to a structural study on hydrazone compounds, we present here the crystal structure of the title compound (I) obtained in the reaction of 3-hydroxybenzaldehyde with 4-methylbenzohydrazide in methanol.
In (I) (Fig. 1) , two benzene rings form a dihedral angle of 2.9 (3)°. The bond lengths and angles are within normal ranges (Allen et al., 1987) , and agree well with those reported for related compounds (Suleiman Gwaram et al., 2010; Liu et al., 2011; Zhang et al., 2012) . Intermolecular N-H···O and O-H···O hydrogen bonds (Table 1) 
Experimental
To a methanol solution (20 ml) of 3-hydroxybenzaldehyde (0.1 mmol, 12.2 mg) and 4-methylbenzohydrazide (0.1 mmol, 15.0 mg), a few drops of acetic acid were added. The mixture was refluxed for 1 h and then cooled to room temperature.
The white crystalline solid was collected by filtration, washed with cold methanol and dried in air. Single crystals, suitable for X-ray diffraction, were obtained by slow evaporation of a methanol solution of the product in air.
Refinement
The amino H-atom was located in a difference Fourier map and was refined with a distance restraint, N-H = 0.90 (1) Å.
The hydroxy and C-bound H atoms were positioned geometrically (O-H 0.82 Å; C-H = 0.93 -0.96 Å), and refined using a riding model, with U iso (H) = 1.2-1.5 U eq (C, O).
Computing details
Data collection: SMART (Bruker, 2007 ); cell refinement: SAINT (Bruker, 2007) ; data reduction: SAINT (Bruker, 2007 The molecular structure of (I), with the numbering scheme and displacement ellipsoids drawn at the 30% probability level.
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